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Species Gene Symbol Gene ID GenBank Accession Transcript
Human NUPR1 26471 BC002434 NM_ 012385
About the gene

Official Symbol NUPR1

Previous Symbol -

Official Full Name | nuclear protein 1, transcriptional regulator

Synonyms COMI; p8

Location 16p11.2
Gene Type protein-coding gene
Uniprot ID 060356

Pathway/Library others

Transcription regulator that converts stress signals into a program of gene expression that empowers cells
with resistance to the stress induced by a change in their microenvironment. Thereby participates in
regulation of many process namely cell-cycle, apoptosis, autophagy and DNA repair responses
(PubMed:16478804, PubMed:19650074, PubMed:16300740, PubMed:19723804, PubMed:11056169,
Gene Summary PubMed:22858377, PubMed:11940591, PubMed:18690848, PubMed:22565310, PubMed:20181828,
PubMed:30451898). Controls cell cycle progression and protects cells from genotoxic stress induced by
doxorubicin through the complex formation with TP53 and EP300 that binds CDKN1A promoter leading
to transcriptional induction of CDKNIA (PubMed:18690848). Protects pancreatic cancer cells from
stress-induced cell death by binding the RELB promoter and activating its transcription, leading to IER3




transactivation (PubMed:22565310). Negatively regulates apoptosis through interaction with PTMA
(PubMed:16478804). Inhibits autophagy-induced apoptosis in cardiac cells through FOXO3 interaction,
inducing cytoplasmic translocation of FOXO3 thereby preventing the FOXO3 association with the
pro-autophagic BNIP3 promoter (PubMed:20181828). Inhibits cell growth and facilitates programmed
cell death by apoptosis after adriamycin-induced DNA damage through transactivation of TP53 (By
similarity). Regulates methamphetamine-induced apoptosis and autophagy through DDIT3-mediated
endoplasmic reticulum stress pathway (By similarity). Participates in DNA repair following
gamma-irradiation by facilitating DNA access of the transcription machinery through interaction with
MSL1 leading to inhibition of histone H4' Lys-16' acetylation (H4Kl16ac) (PubMed:19650074).
Coactivator of PAX2 transcription factor activity, both by recruiting EP300 to increase PAX2
transcription factor activity and by binding PAXIP1 to suppress PAXIP1-induced inhibition on PAX2
(PubMed:11940591). Positively regulates cell cycle progression through interaction with COPSS5 inducing
cytoplasmic translocation of CDKNI1B leading to the CDKNI1B degradation (PubMed:16300740).
Coordinates, through its interaction with EP300, the assiociation of MYOD1, EP300 and DDXS5 to the
MYOG promoter, leading to inhibition of cell-cycle progression and myogenic differentiation promotion
(PubMed:19723804). Negatively regulates beta cell proliferation via inhibition of cell-cycle regulatory
genes expression through the suppression of their promoter activities (By similarity). Also required for
LHB expression and ovarian maturation (By similarity). Exacerbates CNS inflammation and
demyelination upon cuprizone treatment (By similarity). NUPR1 HUMAN,060356
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L00020 Control Knockout HEK293T Cells 132/
L00022 GFP Knockout HEK293T Cells 132/
C0222 HER-EEE R (100X) 100ml
D0508S/M ik P 21 4 1 R AR A DU ) 25/1007K%
D7080S/M/L T7 Endonuclease 1 (CRISPR&5 3 [K] R 45 % 52 ) 250/1250/5000U
ST551-10mg Puromycin Dihydrochloride (/4 2% %) 10mg/mlx1ml
ST551-50mg Puromycin Dihydrochloride (W:/4 5% %) 10mg/mlx5ml
ST551-250mg Puromycin Dihydrochloride ("M & %) 250mg

Version 2020.12.08

Z % K/Beyotime 400-1683301/800-8283301 L29267 NUPRI1 Knockout HEK293T Cells 3/3



